Key indicators: single-crystal X-ray study; T = 173 K; mean (C-C) = 0.003 Å; R factor = 0.045; wR factor = 0.135; data-to-parameter ratio = 15.4.
In the title molecule, C 17 H 22 N 2 O 3 , the mean plane of the terminal (C O)OMe fragment and the indole plane form a dihedral angle of 78.94 (3) . Intermolecular N-HÁ Á ÁO hydrogen bonds link the molecules into chains extended along the c axis. The crystal packing exhibits -interactions, indicated by the short distance of 3.472 (2) Å between the centroids of the five-membered heterocycles of neighbouring molecules. 
Related literature

Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). (Fabio et al., 2007) and protein kinase inhibiting activity (Sharma et al., 2004) . In continuation of our previous structural investigations of 3-trichloroacetylindole (Zeng et al., 2005) , we report here the crystal structure of the title compound, (I).
In (I) (Fig.1) , all bond lengths and angles are unexceptional and correspond to those observed in the related compounds (Zeng et al., 2005; Siddiquee et al., 2009 ). In the crystal structure, adjacent molecules are linked through N2-H2A···O1 hydrogen bonds, forming chains extending along the c axis. The crystal packing exhibits π-π interactions proved by short distance of 3.472 (2) Å between the centroids of five-membered heterocycles of the neighbouring molecules. 
Refinement
The H atoms were positioned geometrically [C-H = 0.99Å for CH 2 , 0.98Å for CH 3 , 0.95Å for CH(aromatic) and N-H = 0.88 Å] and refined using a riding model, with U iso = 1.2U eq (1.5U eq for the methyl group) of the parent atom. Figures   Fig. 1 . The molecular structure of the title compound, with the atom-numbering scheme. Displacement ellipsoids are drawn at the 30% probability level. 
Special details
